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Outline of the project 
 
Diffuse large B-cell lymphoma (DLBCL) is the commonest subtype of non-Hodgkin lymphoma. It is 
over represented in the elderly with ~ 40% of patients aged > 70 years. Treatment outcomes are 
poor in this age group with the “one size fits all” standardised treatment approach comprising of 
Rituximab, an anti-CD20 monoclonal antibody that depletes CD20+ malignant B-cells, in 
combination with multiagent chemotherapy.  
 
The poor outcome relates partly to patient related factors. However, differences in the tumour 
biology and in the tumour microenvironment has also been reported with higher rates of “activated 
B cell” subtype of DLBCL and higher rates of immunosuppressive tumour microenvironments.  
 
With the marked increase in the aging population globally, there is an urgent unmet need to 
identify these biological differences and harness them to improve outcomes. 
 
We currently have next generation sequencing data on 45 mutations in a cohort of DLBCL patients 
across all age groups.  
 
This project aims to find age-specific genotyping signatures in DLBCL, and to correlate these with 
known prognostic markers in the tumour microenvironment such as the absolute lymphocyte 
count. Multivariate analysis will be used to determine the relative strengths of different parameters 
(age, cell of origin, absolute lymphocyte count and genotypes) in predicting prognosis.    
 

 
Proposed research methods 

This project will involve data extraction on a small number of DLBCL cases to add to the existing 
cohort of ~250 cases. This will include demographic data, presenting and diagnostic features, 
treatment received and clinical outcomes.   
 
Cases will be stratified by age and their absolute lymphocyte count will be analysed.   
 
Genotyping data is available in a subset of cases (~ 80) and will be correlated with the above 
parameters in multivariate statistical models.  



 
Preferred study discipline being undertaken by the student 
Haematology 
 

 
Potential benefits to the student and to the department 
Last year, Sewa Rijal analysed the genomic signatures of the entire DLBCL cohort to identify 
mutational profiles associated with prognosis. She is in the process of writing this up for publication.  
 
This project will build on that knowledge and will identify if there are age-related differences in 
mutational profiles, and whether they can be correlated with markers of the immune 
microenvironment such as the absolute lymphocyte count.  
 
This scholarship will help the student familiarise themselves with the pathogenesis and prognosis of 
DLBCL which is an aggressive haematological malignancy, in addition to developing research skills 
related to statistical and mutational analysis along with opportunity for writing up the findings in a 
publication format.  
 
Sewa will remain involved with the project in a co-supervisory role and will include the data 
generated in the broader publication, improving the chances of publication of findings in a 
reputable journal.  
 
Sewa has previous publications in the field of haematology as a PhD graduate and aspires to 
continue doing research as a clinician in the future. Her career aim is to become a clinician scientist 
who does translational research that directly benefits the patients and translates research 
outcomes from the bench to the bedside. She will also be able to mentor the student with Dr. 
Talaulikar.  

 
Department within ACT Health Directorate / Canberra Health Services where the student 
will be based 
 
Haematology 
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